BIOTECHNOLOGY 
SYSTEMS 
BRANCH 



RAW SEQUENCE LISTING 
ERROR REPORT 




The Biotechnology Systems Branch of the Scientific and Technical Information 
Center (STIC) detected errors when processing the following computer readable 
form: ^ 

Application Serial Number: /o/ O/l^ 
Source: Ol , 



THE ATTACHED PRINTOUT EXPLAINS DETECTED ERRORS. 

PLEASE FORWARD THIS INFORMATION TO THE APPLICANT BY EITHER: 

1) INCLUDING A COPY OF THIS PRINTOUT IN YOUR NEXT COMMUNICATION TO THE 
APPLICANT, WITH A NOTICE TO COMPLY or, 

2) TELEPHONING APPLICANT AND FAXING A COPY OF THIS PRINTOUT, WITH A 
NOTICE TO COMPLY 

FOR CRF SUBMISSION QUESTIONS, PLEASE CONTACT MARK SPENCER, 703-308-4212. 

FOR SEQUENCE RULES INTERPRETATION, PLEASE CONTACT ROBERT WAX, 703-308-4216. 
PATENTIN 2.1 e-mail help: patin21help@uspto.gOV or phone 703-306-4119 (R. Wax) 
PATENTIN 3.0 c-mail help: patin3help@uspto.gOV or phone 703-306-41 19 (R. Wax) 

TO REDUCE ERRORED SEQUENCE LISTINGS, PLEASE USE THE CHECKER 
VERSION 3.1 PROGRAM . ACCESSIBLE THROUGH THE U.S. PATENT AND 
TRADEMARK OFFICE WEBSITE. SEE BELOW FOR ADDRESS: 
http://wwvv.uspto.gov/web/offices/pac/checker 

Applicants submitting genetic sequence infomiation electronically on diskette or CD-Rom should he aware that there is 

a possibility that the disk/(1)-Rom may have been affected by treatment given to all incoming mail. 

I'lcjsc ctuihKici using ahciiunc incliiod.^ ol bui)iiiL^Mon K)i liic ^u.A C O-Koin oi icplaccinLiu tii^K i N i\v>rii, lU.^.ii^ 

1 1 FS Bio(^http://ww w.uspto.gov/ebc/cfs/downloads/documents.htm> , EFS Submission 

User Manual cPAVl ) 
2. U.S. Patent and Trademark Office, Box Sequence, P.O. liox 2327, Arlington, VA 22202 
3 Hand Carry directly to: 

U S. Patent and Trademark Office, Technology Center 1600, Reception Area, 7'*' Floor, Examiner Name, 
Sequence Intormation, ( 'rystal Mall One, 1911 South Clark Street. Arlington, \'A 22202 
Or 

1 - ! T) r-.. ». w.m.'m- T mMv.- p,w>ni IHO" rVvst.i! Pla/a Two, 



Raw Sequence Lbting Error Summary 



KRROR DETECTED 



SUCGF>STED CORRECTION 



SERIAL NUMBER; /c)/o/7 f 0^2^ 



ATTN: NEW RULES CASES: PLEASE DISREGARD ENGLISH -ALPHA" HEADERS. UlUai WERE INSERTED BY PTO SO^TWA^ 

1 Wrapped Nuclcics The numbcrAcxt at the end of each line "wrapped" down to the next line. This may occur if your file 

Wrapped Aminos was retrieved in • word processor aller creating il. Please adjust your right margin to .3; this will 
prevent ">vr*pping." 



Invalid Line Length The rules require that a line not exceed 72 characters in length, this includes white spaces. 



_MisaIigned Amino 
Numbering 

Non-ASCII 



J Varii 



5 ^ Variable Length 



••bug" 



_S kipped Sequences 
(OLD RULES) 



Skipped Sequences 
(NEW RULES) 



The numbering under each 5* amino acid is misaligned. Do not use lab codes between numbers; 
use space characters, instead. 

The submitted file was not saved in ASCn(DOS) text, as required by the Sequence Rules. Please 
ensure your aubsequcnt submiMjon b saved in ASCII text. 

Scquence(s) contain n's orvCaa's representing more thah one residue. Per Sequence Rules, 

cftch n or Xaa can only represent a single residue. Please present the maximum number ofeach 
residue having variable length and indicate in the <220>'<223> section that some may be missing. 

A "bug** in Patentin version 2.0 has C4^?cd ftit <220>-<223> «ection to be missing from amino acid 

tequences(s) . Normally, PatcrttJ[h would* automatically generate this section from the 

previously coded nucleic acid sequence. Please manually copy lh« relevant <220>-<223> section lo 
the subsequent amino acid sequence. This applies to the mandatory <220>-<223> sections for 
Artificial or Unknown sequences. 



Sequcnce(s) _ 



missing. If intentional, please insert the following lines for each skipped sequence: 



(2) INFORMATION FOR SEQ ID NO:X: (insert SEQ ID NO where "X'* is shown) 
(i) SEQUENCE CHARACTERISTICS: (Do not insert any subheadings under this heading) 

(xi) SEQUENCE DESCRlPTION:SEQ ID NO:X: (insert SEQ'iD NO where "X" is shown) 
This sequence is intentionally skipped 

Please also adjust Uic "(») NUMBER OF SEQUENCES:*' response to Include the skipped sequences. 



Sequcncc(s) 



missing. If Intentional, please insert the following lines for each skipped sequence. 



<2 10> sequence id number 
<400> sequence id number 
000 



10 



12 



Use of n's or Xaa's 

(NEW RULES) 



Invalid <213> 
Response 



Uscof<220> 



Patentin 2.0 
"bug" 



Use of n's and/or Xaa's have been detected in the Sequence Listing. 

Per 1.823 of Sequence Rules, use of <220>.<223> is MANDATORY if n's or Xaa's are present. 

In <220> to <223> section, please explain location of n or Xaa, and which residue n or Xaa represents. 

Per 1.823 of Sequence Rules, the only valid <213> responses are: Unknown, Artificial Sequence, or 
scientific name (Genus/species). <220>-<223> section is required when <213> response is Unknown or 
is Artificial Sequence 



Sequence(s) 



missing the <220> 'Teaturc" and associated numeric identifiers and responses. 



Use of <220>to<223> is MANDATORY if <2 1 3> "Organism" response is "Artificial Sequence" or 
"Unknown." Please explain source of genetic material in <220> lo <223> section. 
(Sec "Federal Register." 06/01/1 998. Vol. 63. No 104. pp. 29631-32) (Sec. 1.823 of Sequence Rules) 

Please do not use "Copy to Disk" function of Patentin version 2.0. This causes a corrupted file, 
resulting in missing mandatory numeric identifiers and responses (as indicated on raw sequence 
listing). Instead, please use "File Manager" or any other manual means to copy file to floppy disk. 



1 3 ^Misuse ofn " n can only be used to represent a single nucleotide in a nucleic acid sequence. N is not used to represent 

any value rK>t specifically a nucleotide. 

AMC/MH - Biotechnology Systems Branch - 08/21/2001 
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OIPE 



RAW SEQUENCE LISTING DATE: 
PATENT APPLICATION: US/10/017,6 72 TIME: 

Input Set : A:\582316_l.txt 

Output Set: N:\CRF3\12312001\J017672.raw 



12/31/2001 
12:47:15 



3 :I10^ APPLICANT: Nishikawa, Kiyotaka V! li ' 

4 Lai, Jack H 

5 Songyang, Zhou 

r Yaffe, Michael B. 

7 Cantley, Lewis C. 

y ■:120 ' TITLE OF INVENTION: Binding Compounds and Methods for Identifying Binding 



Compounds 



i:i • 


1 3 0 ' 


13 <140> 


14 • 


141 ► 


16 ■ 


150> 


17 


151> 


ly - 


16n> 


21 ■ 


170.- 


2 3 • 


210:- 


24 ■ 


2i:> 




Z> J. ^ ' 


26 • 
28 • 


213> 
2 2 0: • 


29 - 


22 3: > 


31 • 


220> 


32 • 




33 • 


222:- 


34 ■ 


2 2 3 ' 


36 • 




37 . 


221> 


38 • 




3 9 • 
41 • 


2 2V' 
4 00: • 


4 3 Met a: 


4 4 1 




If , 




'* .' 

t , (■ 

c 1 •; 




I J 


j 2 .V ► 


57 • 




5 b ■ 









FILE REFERENCE: C1123/7001 (JRV) 
CURRENT APPLICATION NUMBER: US/10/017,6 72 
CURRENT FILING DATE: 2001-12-14 
PRIOR APPLICATION NUMBER: US 60/255,586 
PRIOR FILING DATE: 2000-12-14 
NUMBER OF SEQ ID NOS : 2 3 
SOFTWARE: Patent In version 3.1 
SEQ ID NO: 1 
LENGTH: 15 
TYPE : PRT 

ORGANISM: Artificial Sequence 
FEATURE : 

OTHER INFORMATION: Synthetic Peptide 
FEATURE : 

NAME/KEY: MISC_FEATURE 
LOCATION: (3) . . (6) 
OTHER INFORMATION: Xaa 

FEATURE : 

NAME/KEY : MISC_FEATURE 
LOCATION: (8) . . (11) 
OTHER INFORMATION: Xaa 
SEQUENCE: 1 

Met Ala Xaa Xaa Xaa Xaa Tyr Xaa Xaa Xaa Xaa Ala Lys Lys Lys 

5 10 15 

SEQ IE NO: 2 
LENGTH: 9 
TYPE: PRT 
ORGANISM 
FEATURE : 

OTHER INFC'RMATI'jN : 
FEATURE : 

NAME/KEY : MI SC_._?EATURE 
LOCATION: ( 1 ) , . ( 1 ) 
OTHER INFORMATION: Xaa 



Does Ncii Comply 
:orrQC?'*^r^ Diskette Needec 



any amino acid except Trp, Cys or Tyr 



any amino acid except Trp, Cys or Tyr 



A r t i. t i c i a Seq u e n ::e 



Synthetic Peptide 



..iiln, 
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RAW SEQUENCE LISTING 

PATENT APPLICATION: US/10/017,672 



DATE: 12/31/2001 
TIME: 12:47:15 



Input Set : A:\582316_l.txt 

Output Set: N:\CRF3\12312001\J017672.raw 



6-^ 

7 0 
71 

1 

7 3 

7 5 
li' 
11 
lb 
9'j 
81 
82 

8 3 

8 5 
86 
87 
88 
90 
91 
92 

9 3 
9S 
97 
96 
100 
101 
102 
1 0 3 

I 'J 5 
106 
108 
110 
11 1 
114 

II S 
1 . ' 

1 . ' 
1., ^ 



1.4 



'22 3 > OTHER INFORMATION: Xaa 

■:22'J- FEATURE: 

;j2i • NAME/KEY: MISC_FEATURE 

► location : ( 4 ) . . { 4 ) 

;223> OTHER INFORMATION: Xaa 

:2 20 • FEATURE : 

:221- NAME/KEY: MISC_FEATURE 

:2 2 2.- LOCATION: (6) . . (6) 

;2 2 3.- OTHER INFORMATION: Xaa 

:2 20> FEATURE: 

;221.- NAME/KEY: MISC_FEATURE 

:22 J> LOCATION : ( 7 ) , . ( 7 ) 

;2 2 3> OTHER INFORMATION: Xaa 

:2 2 0:- FEATURE: 

:22 1:' NAME/KEY: MISC_FEATURE 

:222.' LOCATION: (8) . . (8) 

:2 2 3> OTHER INFORMATION: Xaa 

:2 2 0> FEATURE: 

:2 21> NAME/KEY: MISC_FEATURE 

;2 2 2:' LOCATION: (9) . . (9) 

:2 2 3:- OTHER INFORMATION: Xaa 

:4 0.0:- SEQUENCE: 2 

Xaa Xaa Xaa Xaa Tyr Xaa Xaa Xaa Xaa 

1 5 
21'")> SEQ ID NO: 3 



= lie or Leu 



Leu, lie or Thr 



= LeU/ lie, Thr or Val 



Leu, Thr or lie 



Leu, Thr, lie or Gin 



Leu, Thr, lie cr Gin 



211 
212 
213 
2 2 'J 
22 3 
4 I'j I") 



LENGTH: 9 
TYPE: PRT 

ORGANISM: Artificial Sequence 
FEATURE : 

OTHER INFORMATION: Synthetic Peptide 
SEQUENCE : 3 



Glu Glu Glu Glu Tyr Phe Phe lie lie 

1 5 
•:21''i> SEQ ID NO: 4 
<2 : :.:> LENGTH: 9 
» TYPE : PRl 
■ . . . ^ > C- B A N I 3 M : A r t 1 1 i c i a 1 S e q \i e ncv 
•:.-..•'> FEATURE: 

• . 2 > C7?{r:R INrOKMATTON : Syr-^he^i- ] 

• ^ ^ > f FjUENCE : 4 

L'/s Leu lie Le J Tyr Leu Leu Leu Leu 



1. 

1 2 

: .^1 



.:l-"'> SEQ ID NO: 5 

.:!:> LENGTH: 13 

.M/:> TYPE: PRT 

j1_''> ORGANISM: Artificial Sequence 



.flii;. 
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RAW SEQUENCE LISTING DATE: 12/31/2001 

PATENT APPLICATION: US/10/017,672 TIME: 12:47:15 

Input Set : A:\58 2 316_l.txt 

Output Set: N:\CRF3\12312001\J017672.raw 

1^8 Glu Glu Glu Glu Tyr Phe Phe lie lie Ala Lys Lys Lys 

139 1 5 10 

14.1 <:210> SE-:) ID NO: 6 

14 3 - jll> LENGTH: 13 

144 •:jlj> TYPE: PP.T 

l-Xb -:J13' ORGANISM: Artificial Sequence 

14 7 •:j20 > FEATURE: 

148 -;2J3' OTHER INFORMATION: Synthetic Peptide 

IS'") •:4 > SEQUENCE : 6 

1^>:: L/o Le^ lie Leu Tyr Leu Leu Leu Leu Ala Lys Lys Lys 

15 3 1 5 10 

15*:". -.jiO-- SEO ID NO: 7 

157 .;;:l.l> LENGTH: 4 

1561 -;jl2:* TYP^' PRT 

159 -:213> ORGANISM: Artificial Sequence 

16 1. ■■.:^20> FEATURE: 

ie2 •;223;' OTHER INFORMATION: Synthetic Peptide 

164 -:400> SEOUENCE: 7 

Ibt Ala Lys Lys Lys 

It. 7 1 

IV'j -•.2iO> SEO ID NO: 8 

171 -:211:> LENGTH: 13 

172 - ^Ij: ' TYPE: PRT 

17 3 v2:3:' ORGANISM: Artificial Sequence 

175 •:220> FEATURE: 

176 •;22 3:- OTHER INFORMATION: Synthetic Peptide 
178 ■ 4 00> SEQUENCE: 8 

Id'.' Glu Leu lie Leu Tyr Leu Leu Leu Leu Ala Lys Lys Lys 

IMI 1 5 10 

184 - jl';-:* SEO ID NC : 9 

185 •:2L:> LENGTH: 9 
iHr, -;j:::> TYPE: PRT 

187 •;213> ORGANISM: Artificial Sequence 

189 v.'j-V- FEATURE: 

19" <j2 3:- OTHER INFORMATION: Synthetic Peptide 

: \ ■ ■; ■ ?E':'MENGE : 9 

i'-'i Ly.- Leu lie Leu i-'he L-u Leu L-^i^ L'^'.] 
i 

•■. ' ^E'. ID NO: : 

1 : : - LENGTH : 8 
2"" :::> TYPE: PFT 

2'0 <:.;.: 3:' C-RGANISM: Artificial Sequence 

2'- 3 ':2/'V> FEATURE: 

2"4 ■:2:^> OTHER T NFORMAT I'jN : Synthetic Peptide 

::u6 -'4 0u> SEO'JENGE: 10 

2 08 Leu lie Leu Tyr Leu Leu Leu Lt-u 
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RAW SEQUENCE LISTING 

PATENT APPLICATION: US/10/017,672 



DATE: 12/31/2001 
TIME: 12:47:15 



Input Set : A:\582316_l.txt 

Output Set: N:\CFF3\12312001\J017672.raw 



Jl4 .:::i:-> TYPE: PRT 

lil'-j •:j1V> ORGANISM: Artificial Sequence 
17 ■:j20> FEATURE: 

IH - j2V> OTHER INFORMATIC'N : Syntheti- Peptide 
_ ?.'..' -:4iJ--.'> SEQUENCE : 11 

2 2.: Arq Gin lie Lys lie Trp Phe Gin Asn Arg Arg Met Lys Trp Lys Lys 
:^ 1 5 10 15 

•:2 1')> SEQ ID NO: 12 
2 27 ..2 1 \ :> LENGTH: 2 5 
212 ' TYPE: FRT 
2-':^ •;2I3> ORGANISM: Artificial Sequence 
:n •:2 2 0> FEATURE: 
J.sj •:22 3> OTHER INFORMATION: Synthetic Peptide 
2 34 •:4 00> SEQUENCE: 12 

Arg Gin lie Lys lie Trp Phe Gin Asn Arg Arg Met Lys Trp Lys Lys 
V/ 1 5 10 15 

2 39 Lvs Leu lie Leu Phe Leu Leu Leu Leu 



4 0 
4 3 
244 
24 5 
24^"- 
248 
24:^ 
2!..l 



254 
phosphory 

2 '.'V 
J 5h. 

2 5';^ 

261 



20 25 
210> SEQ ID NO: 13 
2 11> LENGTH: 3 
212:> TYPE: PRT 

2 13:» ORGANISM: Artificial Sequence 
22^'> FEATURE: 

?> OTHER INFC'RMATICN : Synthetic Peptide 
2 2 0:^ FEATURE: 

22J:> NAME/KEY: MISC_FSATURE 
.OCATION: (1) . . (1) 

'THER INFORMATION: Xaa = any amino acid except the non - degenerate 
atable amino acid selected from the group consisting of Tyr , Ser and Thr 
2 2 0:- FEATURE: , '] j I ^ C 

221 > NAME/KEY: MISC„FSATURE Arf^^^ ^^ J/jM/^ hof fi Jl'<^>^'^ti^ y<lJi^ ^ 

222> LOCATION: (1 )..(!) 0 ^ ^yu^-v 

22 3> OTHER INFORMATION: Xaa = from one (t hrough ten amino acid s in length 

FEATURE : ^yju^yy^rr^!^ 
NAME/KEY: MISC_FEATURE yl/jLtt 



<:■ 2 1 



. / > :o- :ati': N : ( 2 . . ( 2 

'ITHER I NFC'F.MATIC N : Xaa = non - degenera t r hc^sphory 1 at able aniin 
:p ri'nsistin;: o:" Tvr Sor and Thr 
• • \ . ' > " E'ATURF : 

' ' ; ; > NAME/KF V: MTSC r l^ATl-HK 
,•2 > L'l :ATI': N : ( 3 j . . ( 3 J 

iy> I'THER I NFC'F'.MATION ; Xaa = any aminc' acid except the non - degenerate 
phosphM:ry 1 .i* able amine* acid selected from the grc>up consisting C'f Tyr, Ser and Thr 
> FEATURE : 
> :.-> NAME/KEY: MISC FEATURE 
J2> LOCATION : ( 3 J . , ( 3 ) 



cid selected 
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RAW SEQUENCE LISTING 

PATENT APPLICATION: US/10/017,672 



DATE: 12/31/2001 
TIME: 12:47:15 



Input Set : A:\5 82 316_l.txt 

Output Set: N:\CRF3\12312001\J017672.raw 



284 <21.!> TYPE: PRT 



^85 

Si 0 
2 L 
2 2 

J:h3 



21 3 > ORGANISM: Artificial Sequence 

2 20 > FEATURE : 

22 3 > OTHER INFORMATION: Synthetic Peptide 

2 20 > FEATURE : 

:\:A > NAME/KEY: MISC_FEATURE 

222 > LC'CATION : ( 1 ) . . ( 1 ) 

223 > OTHER I NF^jRMATI'jN : Xaa = any amino acid except Tyr 
2:A) > FEATURE : 







2 2 1 > 


NAME/KEY : 


MISC_FEATnRE 


^ 






LOCATION : 


(1) . . (I) 


J. \^ H 




J j 3 > 


OTHER INF 


I'RMATION: Xaa 


j< 




2 2 . * 


FEATURE : 




301 




221> 


NAME/KEY : 


MISC_FEATURE 


3 02 






LOCATION: 


(3) . . (3) 


30 3 




2 2 3> 


OTHER INF 


JRMATION: Xaa 


30 5 




220> 


FEATURE : 




306 




221> 


NAME/KEY: 


MISC_FEATURE 


307 






LOCATION: 


(3) . . (3) 


308 




2 2 3:^ 


OTHER INF 


JRMATION: Xaa 


31 u 




SEQUENCE : 


14 




= from one (through ten amino acids in length 



any amino acid except Tyr 



= from one( through ten amino acids in length 



W- 




SSQ ID NO: 15 
LENGTH: 3 
TYPE: PRT 

ORGANISM: Artificial Sequence 
FEATURE : 

OTHER INFORMATION: Synthetic Peptide 
FEATURE: 

NAME/KEY : MISC_FEATURE 
LOCATION: (1) . . (1) 

OTHER I NFC'RMATION : Xaa = any amino acid except Tyr or Cys 
FEATURE : 

NAME/KEY: MISC_FEATURE 

LCCATIC'N : ( 1 ) . . ( I 

C'THEF I Nr ^MATION Xda - troir. cr 
FEATURE : 

NAME/KEY: KIS'^ FFATHRK 



in lenqth 



C'THEB INF'IRMATION : Xaa 
FEATURE : 

NAME/K E Y : MI SC_FEATURE 

LOCATION : ( 3 ) . . ( 3 ^ 
OTHER INFORMATION; Xaa 



any amine acid except Tyr or Cys 

r 

, _ - ^A^X^ S 

t r < Dm C' I ^ e ( t h r o u q h ten a mi n o a c ids in lenqth 



SE'^ENCE: 15 
> ^4t> X.1 1 Tvr Xa.i^ 



I 
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VERIFICATION SUMMARY 

PATENT APPLICATION: US/10/017,672 



DATE: 12/31/2001 
TIME: 12:47:16 



Input Set : A:\582316_l.txt 

Output Set: N:\CRF3\12312001\J017672.raw 



L 


13 


M: 


270 


C: 


Current Application Number diffe 


rs , 


Replaced Current 


L 


43 


M: 


341 


W : 


(46) 


"n" or 


"Xaa" 


used , 


for 


SEQ 


ID^t : 


1 


L 


9 7 


M: 


341 


W : 


(46) 


" n " or 


"Xaa" 


used , 


for 


SEQ 


ID^ : 


2 


L 


^78 


M 


: 341 


W 


( 46 ) 


" n " or 


"Xaa " 


used , 


for 


SEQ 


ID# 


: 13 


L 


312 


M 


: 341 


w 


( 46 ) 


" n " -i-r 


"Xaa" 


used , 


for 


SEQ 


ID# 


:14 


L 


34 n 


M 


: 341 


w 


( 46 ) 


"n" or 


"Xaa" 


used , 


for 


SEQ 


ID# 


:15 


L 


3 8 ' i 


M 


: 34 1 


w 


(4r.) 


"n" -zr 


"Xaa" 


used, 


for 


SEQ 


ID^^ 


: 16 


L 


404 


M 


: 341 


w 


(46) 


"n" or 


"Xaa" 


used. 


for 


SEQ 


ID# 


:17 


L 


A 3d 


M 


: 341 


w 


(46) 


" n " or 


"Xaa" 


used , 


for 


SEQ 


ID# 


:18 


L 


4 7^ 


M 


: 3 4 1 


w 


(46) 


" n " c-r 


"Xaa" 


used; 


fo.r 


SEQ 


ID# 


: 1 9 


L 


bOr, 


M 


: 341 


w 


(46) 


"n" or 


"Xaa" 


used , 


for 


SEQ 


ID# 


: 20 


L 


S4" 


M 


: 341 


w 


(46) 


" n " or 


"Xaa" 


used , 


for 


SEQ 


ID# 


: 21 


L 


574 


M 


: 341 


w 


(46) 


"n" or 


"Xaa" 


used , 


for 


SEQ 


ID# 








M 


: 3 -11 


Ta7 


/ A f:.\ 
V * " y 


" n " or 


"Xaa " 


n Q (=» ,i . 


for 


SEQ 


Tn# 


: 2 3 



